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Figure S1. Full-length blotting images of fractionation control. Antibodies against cytosolic 
β‐actin (a), mitochondrial COX IV (b), and histone H3 (c) were used. 
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Figure S2. Structural formulas of analytes. 
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Figure S3. Chromatographic separation of analytes by HPLC-MS/MS in enzymatic (a) and 

acid (b) hydrolysates (1 citrulline; 2 N
6
-glycoloyl/glyoxylyl lysine; 3 N

6
-formyl lysine; 

4 N
6
-malonyl lysine; 5 N

6
-lactoyl/pyruvoyl lysine; 6 N

6
-acetyl lysine; 7 N

6
-succinyl lysine; 

8 N
6
-propionyl lysine; 9 methylglyoxal hydroimidazolone; 10 N

6
-butyryl lysine; 

11 methionine sulfone; 12 methionine sulfoxide; 13 N
6
-carboxymethyl lysine, 

14 N
6
-carboxyethyl lysine, 15 glyoxal hydroimidazolone; 16 furosine; 17 o-tyrosine; 

18 o,o-dityrosine). 


